
 

V
D
A
IS
C
A
h

 
 
 

Fu
 

1C

 
 
INT
 
Jatr
dec
 

*C
 
Au
Int
 
Ab
TD

Vol. 13(38), pp
DOI: 10.5897/A
Article Numbe
SSN 1684-5315
Copyright © 20
Author(s) retain
http://www.ac

ull Length

Mic
genot

region

Maria

Centro de P&

2Centro APT

The major 
inconsisten
regeneratio
this study,
regeneratio
program we
and G3 gen
explants w
micrograftin
genetic sta
cytometry 
reported fo
tetraploid a
other geno
preserves t
 
Key words:

TRODUCTION

ropha curca
ciduous and 

Corresponding a

uthor(s) agree t
ternational Lice

bbreviations: 
DZ, Thidiazuron

. 3872-3880, 17
AJB2014.13649
r: 1EE18454760

5  
014 
n the copyrigh
cademicjourn

h Researc

cropro
types a
n ampli

na Crotti F

D de Recurso

TA Citros Sylv

limitation i
nt and unsta
on system is
, the intera

on shoots fro
ere evaluate
notypes, res

were collecte
ng technique
bility of micr
and DNA p

or the first t
and 5% of p
otypes. Thus
the clonal fid

 Organogene

N 

as L. (Euph
monoecious 

author.  E-mail

that this article
ense 

BAP, 6-Benzy
n; TRAP, targe

7 September, 
 
03 

ht of this article
als.org/AJB 

ch Paper 

opagat
and ev
ificatio

mark
Franco1*, D

os Genéticos 

vio Moreira, In

Receiv

n large-sca
able seed yie
s necessary 
action betwe
om foliar ex
d. We achie

spectively. A
d in Septem
e for the in v
ropropagated
olymorphism

time for J. c
lants had po

s, the low o
delity of micr

esis, in vitro m

orbiaceae) i
shrub (3 to 1

: marianacrotti

 remain perma

laminopurine; G
et region amplif

 2014  

e 

ion of 
valuatio
on poly
ker and

aniela de A
Rodrigo

Vegetais, Ins

nstituto Agron

ved 21 January, 

le cultivatio
eld due to t
for continuo

een the sea
xplants was 
ved an avera

All genotype
mber/2012 se
vitro rooting,
d shoots, tw
m analysis u
curcas. For 
olymorphic b
or no somac
ropropagated

micrografting,

is a perenn
10 m), native

@ig.com.br. 

anently open ac

GA3, gibberellic
fication polymo

Jatrop
on of c
ymorp
d flow c

 
Argollo Ma
o Rocha La

 
stituto Agronô

Brazil. 
nômico, Caixa

 
2014; Accepted 

 

on of Jatrop
the heterozy
ous supply o
ason collect
investigated
age of 39.8, 
s showed h
eason. Exce
 with a plant

wo analyses w
using TRAP
G1 genotyp
bands. No D
clonal variat
d plants. 

foliar explant

nial 
 to 

Méxic
Rece

ccess under the

c acid; IBA, ind
orphism.  

Afric

pha cu
clonal 
hism (
cytom
arques1, W
atado2 

ômico, Caixa 

a Postal 04, C

5 September, 20

pha curcas
ygous nature
of quality pl
tion of exp

d. Three gen
25.5 and 10

higher regen
ellent results
t recovery ra
were perform

P molecular 
pe, it was fo
DNA polymo
tion indicate

ts. 

co and Cen
ently, the spe

e terms of the 

dole-3-butyric a

can Journ

urcas s
fidelity

(TRAP)
etry 

Walter José 

Postal 28, Ca

Cordeirópolis, 

014 

for use as 
e of the plan
anting mate

plants and c
notypes sele
0.9 shoots pe
neration capa
s were obtai
ate of 85%. In
med: ploidy e

markers, w
ound that 4%
rphisms we

es that the 

ntral America
ecies has attr

Creative Comm

acid; MS, Mura

al of Biote

superio
y by ta
) mole

 Siqueira1

ampinas, SP,

SP, 13490-9

energy cro
nt. A reliable

erial at large-
capacity of
cted in our 
er explant fo
acity when t
ined with th
n order to co
estimation u

which has b
% of the pla
re found in 
protocol es

a (Achten e
racted the at

mons Attributio

ashige and Sko

echnolog

or 
arget 
ecular 

and  

 13075-630, 

970, Brazil. 

op is the 
e in vitro 
-scale. In 

in vitro 
breeding 

or G1, G2 
the foliar 

he use of 
onfirm the 
sing flow 
een here 

ants were 
plants of 
tablished 

et al., 2008)
ttention of the

on License 4.0 

oog medium; 

 

y 

). 
e 



  

 
 
 
 
international research community due its potential for 
production of exceptional quality biodiesel from the oil 
contained in its seeds, more so in view of the potential for 
avoiding the dilemma of “food x fuel” (Ghosh et al., 2007; 
Carels, 2011). J. curcas oil yield per hectare is around 
2000 L which can be increasing significantly by selective 
breeding. Its seed contain 25 to 40% oil with 
predominance of oleic fatty acid in triglycerides which can 
collaborate with oxidative stability to biodiesel (Argollo 
Marques et al., 2013). Moreover, the plant is considered 
as drought tolerant, low seed cost, has wide adaptation to 
different soil and climate conditions and ability of 
biodiesel to persist stable upon storage (Balat, 2011; 
Gomes et al., 2010). Despite its potentiality, the oilseed is 
a non-domesticated plant and still there are none cultivar 
for commercial plantations. The specie is xenogamic and 
highly heterozygous for most agronomic traits suggesting 
a high degree of segregation (Argollo Marques et al., 
2013). Consequently, breeding programs require several 
years to obtain a stable cultivar.  

Biotechnological tools such as in vitro cloning of 
superior genotypes may contribute to speed up the 
breeding process meeting the growing demand for stable 
and improved genetic material in the near future (Argollo 
Marques et al., 2013). Numerous studies have been 
reported on J. curcas organogenesis (Sujatha and Mukta, 
1996; Lu et al., 2003; Wei et al., 2004; Sujatha et al., 
2005; Sharma et al., 2006; 2011; Rajore and Batra, 2007; 
Deodore and Johnson, 2008; Kumar and Reddy, 2010; 
2012; Kumar et al., 2010a; b; 2011a; Singh et al., 2010; 
Khurana-Kaul et al., 2010) and somatic embryogenesis 
(Sardana et al., 2000; Jha et al., 2007; Cai et al., 2011). 
Though several reports on regeneration from various 
explants in J. curcas exist, none report on the influence of 
season collection of explants and its interaction with 
different genotypes are available. Besides the genotype, 
the physiological, nutritional and sanitary condition of the 
mother plant strongly influences the in vitro regeneration 
process. Also, important is the choice of suitable culture 
medium and growth regulators combinations for shoots 
induction/elongation and in vitro rooting, the most critical 
phase. Although, previous studies have reported relative 
success on in vitro rooting of micropropagated plants, the 
rooting rates have been low and not exceeded 51.1% 
(Kumar and Reddy, 2010). Alternatively, this difficulty can 
be overcome using in vitro micrografting techniques 
(Silva et al., 2005). Other challenge is the generating 
planting material with genetic stability in order to maintain 
interest traits of superior genotypes (Rahman and Rajora, 
2001). The somaclonal variations are genetic and 
epigenetic changes that occur uncontrollable, spon-
taneous and randomly during the in vitro process. It is a 
phenomenon that is highly undesirable of obtaining 
genetically uniform clones. The level of somaclonal 
variation may be influenced by choice of the regeneration 
method, genotypes, explants origin, kind and concen-
tration  of   growth  regulation  and  number  and  duration 
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of the subcultives (Ahuja, 1987; Rani and Raina, 2000; 
Bairu et al, 2011). 

Morphological, physiological/biochemistry, cytogenetic 
and molecular techniques can be used to detect 
somaclonal variations (Kwon et al., 2010; Song et al., 
2012; Suman et al., 2012). Flow cytometry (Kaewpoo and 
Te-Chato, 2010) and RAPD and AFLP molecular markers 
(Sharma et al., 2011; Leela et al., 2011) were recently 
used to assess the chromosomal and sequence changes, 
respectively and assess the genetic fidelity of 
micropropagated plants of J. curcas. Target region 
amplification polymorphism (TRAP) is a kind of 
developed molecular marker system with the advantages 
of simplicity, high throughput, numerous dominant 
makers and highly reproducibility. Another advantage of 
TRAP in relation to other markers would be use as parts 
of known sequences of genes of interest as a fixed 
primer and a random primer that amplifies the adjacent 
regions of this gene (Hu and Vick, 2003). TRAP 
molecular marker may be useful in genotyping of 
germplasm banks and tagging genes of agronomic traits 
of interest in the cultures, the large amount of information 
that is generated (Hu and Vick, 2003). This technique can 
also be applied in order to assess changes at the DNA 
level in micropropagated plants to confirm the genetic 
stability and clonal fidelity. In accordance with Sharma et 
al. (2011), this kind of study should be carried at the first 
stages of culture in order to eliminate the possible 
variants and avoid its micropropagation. 

This paper reports efficient micropropagation protocols 
via organogenesis using foliar explants for the cloning of 
three J. curcas genotypes selected in our breeding 
program due to its superior oil yield and quality. We 
investigated the interaction between the genotypes 
studies and the season collection of explants. The 
micropropagated plants were successfully rooting by use 
of micrografting technique. Moreover we have 
established for the first time, a methodology to assess the 
somaclonal variation in regenerated plants using 
polymorphic TRAP molecular markers. Additionally, we 
also used flow cytometry to detect changes at the level of 
chromosomes. 
 
 
MATERIALS AND METHODS 
 
Plant material 
 
Matrix plants used for this study were cultivated at the experimental 
field, (not irrigated) situated in Campinas/São Paulo, Brazil (latitude 
22°53' S; longitude 47°5' W and altitude 664 m). Three genotypes 
of J. curcas (G1, G2 and G3) were selected by our breeding 
program based on superior agronomic characteristics such as yield 
and oil content and quality. 
 
 
Foliar explants organogenesis 
 
Young apical fully developed leaves were collected from G1, G2 
and G3 plants  and were stored in the dark at room  temperature for  
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Table 1. Description of the growth regulator treatments used for in 
vitro organogenesis of physic nut explants. 
 

S/N Description 

1  Control - no growth regulators  
2  1.5 mg L-1 TDZ  
3  3.0 mg L-1 TDZ  
4  0.2 mg L-1 IBA/0.5 mg L-1 TDZ  
5  0.2 mg L-1 IBA/1.0 mg L-1 TDZ  
6 0.2 mg L-1 IBA/2.0 mg L-1 TDZ  
7 0.5 mg L-1 BAP/0.1 mg L-1 IBA/0.5 mg L-1 TDZ  
8  0.5 mg L-1 BAP/0.1 mg L-1 IBA/1.0 mg L-1 TDZ  
9  0.5 mg L-1 BAP/0.1 mg L-1 IBA/2.0 mg L-1 TDZ  

 
 
 
20 h. The sterilization process involved immersion in sodium 
hypochlorite solution (2.5% v/v) for 15 min, followed by rinsing three 
times in sterile distilled water. The leaves were cut into 0.7 x 0.7 cm 
pieces and cultured in MS (Murashige and Skoog, 1962) medium, 
supplemented with 100 mg L-1 inositol, 10 mg L-1 cysteine, 25 mg L-

1 reduced glutathione, 30 g L-1 sucrose, 500 mg L-1 hydrolyzed 
casein, 6 mg L-1 copper sulfate and different combinations and 
concentrations of plant growth regulators (Table 1). The culture 
medium was solidified using 2.4 g L-1 phytagel, and the pH was 
adjusted to 5.8 ± 0.1 prior to autoclaving at 120°C and 1.2 atm for 
20 min. The explants were maintained in culture medium under a 
16 h photoperiod at 25 ± 1°C, with subculture every 21 days. Each 
treatment comprised five repetitions, and one repetition was 
represented by the average of three explants. The experiments 
were repeated during three different periods: May 2011, November 
2011 and September 2012. The number of shoots per explant was 
recorded after six weeks of culture.   
 
 
Elongation of regenerated shoots 
 
Regenerated shoots of the G1 and G2 genotypes (5 mm in length) 
were incubated in MS medium supplemented with 10 mg L-1 
cysteine, 25 mg L-1 reduced glutathione, 500 mg L-1 hydrolyzed 
casein, 6 mg L-1 copper sulfate, 50 mg L-1 adenine sulfate, 30 g L-1 
sucrose, 7 g L-1 agar and different plant growth regulators. Different 
concentrations of gibberellic acid (GA3) (1.5, 3.0 mg L-1 and 4.5 mg 
L-1) were tested in the first experiment, and three combinations of 6-
benzylaminopurine (BAP) and indole-3-butyric acid (IBA) (0.15 
/0.05, 0.3 /0.1 and 0.5 /0.2 mg L-1) were tested in a second 
experiment. Each treatment was included ten repetitions, with each 
replicate consisting of three shoots on average. The explants and 
shoots were maintained in culture medium under a 16 h 
photoperiod at 25 ± 1°C, with subculture every 21 days. The 
number of leaves and length of the shoots were recorded after six 
weeks of culture.   
 
 
In vitro micrografting and acclimatization 
 
Shoot apices of 5 mm in length were isolated from the regenerated 
plants and used for in vitro micrografting onto J. curcas L. 
seedlings. Seeds without tegument were surface sterilized in 
sodium hypochlorite (2.5% v/v) for 20 min, rinsed three times in 
sterile distilled water and inoculated in solid MS medium containing 
30 g L-1 sucrose and maintained under a 16 h photoperiod at 25 
±1°C for 40 days to obtain in vitro rootstocks. In vitro micrografted 
plants were incubated in MS medium supplemented with 30 g L-1 
sucrose,  0.15  mg L-1  BAP  and   0.05 mg L-1  IBA. The  number  of 

 
 
 
 
developed graft plants, the number of leaves and the leaf lengths 
were recorded at 30 days after inoculation. The experiment was 
repeated twice with ten replicates each and one plant per tube. All 
micrografted plants developed in vitro were transferred to flasks 
containing sterile vermiculite for acclimatization. The plants were 
maintained under high humidity for 40 days, followed by the gradual 
reduction of the humidity. The plants were transferred to pots 
containing a mixture of soil and commercial substratum (Plantimax 
TM/Eucatex) in a 1:1 ratio and maintained under greenhouse 
conditions. 
 
 
Statistical analysis  
 
All the experiments were set up in factorial completely randomized 
design. Statistical analyzes were performed using the SANEST 
program (Machado and Zonta, 1995). Data from the in vitro 
organogenesis and shoot elongation experiments were subjected to 
analysis of variance (ANOVA) and Tukey’s test (p < 0.05) to 
determine the significance of the differences among the means. 
The organogenesis data were transformed by √x+0.5 before 
analysis. 
 
 
Characterization of in vitro-regenerated shoots 
 
Two groups of in vitro-regenerated shoots that had been 
subcultured in MS medium supplemented with 0.3 mg L-1 BAP /0.1 
mg L-1 IBA were used for genetic stability analyses using flow 
cytometry and TRAP molecular markers. 
 
 
Flow cytometry  
 
The first group was analyzed on 2º subculture (20 shoots of each 
genotype: G1 and G2) and 12º subculture (30 shoots of genotype 
G1), and the second group was analyzed on 7º subculture (10 
shoots of each genotype: G1, G2 and G3) using flow cytometry. 
The ploidy level of the regenerated shoots was determined by flow 
cytometry using the CyFlow Ploidy Analyzer (Partec Gmbh.) 
equipped with an UV-LED lamp. Nuclear suspensions were isolated 
from pieces of shoot leaves with area of 0.25 cm2. The cell nuclei 
were exposed using a steel scalpel blade and stained using the 
CyStain UV ploidy solution kit (Partec Gmbh.), which uses 4-6-
diamidino-2-phenylindole (DAPI) as a fluorochrome. The nuclei 
solution was filtered through a 30 μm filter and immediately 
analyzed. One thousand intact nuclei were evaluated in each 
sample. The histograms were analyzed using CyView software 
(Partec Gmbh.). The samples with coefficients of variation (CV) 
greater than 10% were discarded. The ploidy level of each sample 
was compared with that of a leaf from the donor plant. 
 
 
Molecular marker analysis  
 
Genomic DNA from the shoots of G1 (20 shoots), G2 (10 shoots) 
and G3 (10 shoots) genotypes was extracted from the leaves using 
the method of Doyle and Doyle (1990). The DNA polymorphisms in 
the samples were assessed using TRAP molecular markers. The 
PCR reactions were performed in final volume of 13 μL containing 
1X PCR buffer, 2.7 mM MgCl2, 115 μM of each dNTP, 0.6 μM of 
fixed and arbitrary primers, 0.6 U Taq DNA polymerase and 100 ng 
of genomic DNA. The PCR reaction was initiated at 94°C for 2 min, 
followed by 5 cycles of 94°C for 45 s, 35°C for 45 s and 72°C for 1 
min; 35 cycles of 94°C for 45 s, 50°C for 45 s and 72°C for 1 min; 
and a final cycle of 72°C for 7 min. Twelve different combinations of 
primer pairs were used. The fixed primers were designed according 
to Cristofani-Yali et al. (2007) for the citrus genes, and the arbitrary  
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Table 2. Description of the fixed and arbitrary primers used in the TRAPs molecular marker technique.  
 

Identification Gene Type 5’  3’ 

01F ACC synthase Fixed TCCCCGAGGCACAGCATC 
02F Caffeic acid O-methyltransferase Fixed ACAGGGCCAAAGGTAAAC 
05F NADP-dependent glyceraldehyde 3-phosphate dehydrogenase Fixed ACGCGTCCGCCACTCTCA 
06F Chlorophyll a/b- binding protein Fixed TGGCAGCATCGTCAACT 
07F SRG1 Fixed GGCACCGCACTCACCATC 
08F Miraculin-like protein 2 Fixed GTGGCGAATTTTGACTGT 
10F Ein3-like protein Fixed CAGTTTCTTGTTGCTACG 
02R Caffeic acid O-methyltransferase Fixed AGCGCGTCCTGGTGATGC 
03R Sucrose synthase Fixed ATATACCCCAGCCAATGT 
06R Chlorophyll a/b- binding protein Fixed GGAGACGGCGGGCTTAGA 
07R SRG1 Fixed TGCTCTGGTTTCGGACAA 
09R DNAJ Fixed CGCATCCTCGCCGTATTG 
P2 - Arbitrary GACTGCGTACGAATTTGC 
P4 - Arbitrary GACTGCGTACGAATTTGA 

 
 
 
primers were designed according to Li and Quiros (2001) (Table 2). 
Formamide was added at an equal volume to the amplified PCR 
products for the posterior denaturation step, involving heating at 
94°C for 3 min. Electrophoresis was performed using a 5% 
denaturing polyacrylamide gel containing 7 M urea and TBE buffer 
under the following conditions: fixed power (75 W) for 2 h, followed 
by gel staining using silver nitrate (0.2%), according to Creste et al. 
(2001). DNA polymorphisms were identified by comparing the 
profiles of the PCR-amplified fragments of the regenerated shoots 
with those of the respective donor plants. 
 
 
RESULTS AND DISCUSSION 
 
Foliar explants organogenesis 
 
The season collection of foliar explants into matrix plants 
had a great influence in the shoot regeneration of the 
three studied genotypes. All genotypes had better 
responses when the leaf explants were collected in 
September 2012 (Figure 1). The G1 genotype showed 
great oscillations in the regeneration capacity with 
averages of 10.2, 1.4 and 24.8 shoots per explant in May 
2011, November 2011 and September 2012, res-
pectively. The other two genotypes had smaller 
oscillations during the periods analyzed (Figure 1). 
September represents the beginning of the spring season 
in the southern hemisphere, a time with warmer days and 
the beginning of the rainy season. This climate induces 
the growth of new branches and leaves by physic nut 
plants, a deciduous species. Despite all explants were 
collected from fully developed leaves, those that were 
collected during this period (September/2012) were likely 
younger than those that were collected during May and 
November, 2011. Therefore, it is expected that the 
climate and explant age positively influenced the 
induction of J. curcas organogenesis during the 
experiment realized in September 2012. 

In two season collections (May/2011 and 
September/2012) the results demonstrated the 
occurrence of genotype dependence in the J. curcas 
organogenesis using foliar explants. Similar results were 
found by other authors who reported different responses 
in the direct organogenesis induction of various J. curcas 
genotypes using cotyledonary explants (Kumar et al., 
2010b) or petiole explants (Kumar and Reddy, 2010). 
These studies considered that the different responses of 
genotypes to organogenesis may be related to different 
levels of endogenous hormones (especially cytokinin) 
found in each genotype. The effect of different culture 
media in each genotype was only performed in 
experiment realized during September 2012, in which 
regeneration rate was superior. In this season collection 
of explants were achieved an average of 39.8, 28.9 and 
10.9 shoots per explants for the genotypes G1, G2 and 
G3, respectively (Figure 2). These averages were higher 
than those reported by other authors (3.5 to 10 shoots 
per explants) (Shukla et al., 2013; Zhang et al., 2013). 
For all genotypes, the control treatments without growth 
regulators (treatment 1) did not regenerated none 
adventitious shoot. For G1 and G3 genotypes, the 
combinations of thidiazuron (TDZ) and IBA (treatments 4 
to 9) were more efficient than the treatments containing 
TDZ alone (treatments 2 and 3). Different results were 
observed for the G2 genotype, for which treatments with 
TDZ alone also effectively induced the regeneration of 
shoots.  

Our results show that the combinations of TDZ and IBA 
were the most efficient in J. curcas shoot regeneration 
from foliar explants (Figures 2 and 3a). Notably, BAP did 
not affect the rate of shoot regeneration, therefore, the 
use of this hormone was considered unnecessary. 
Similar results were verified by Khurana-Kaul et al. 
(2010) who also showed that the combination of TDZ and  



 

387
 
 
 

 
 
 

 
 
 

IBA
IBA
as e
 
 
Elo
 
Hig

76          Afr. J

 
F
D
d
a

 
Figur
somat
shown

A was more e
A in J. curcas 
explants. 

ongation of th

gh percentage

J. Biotechnol.

Figure 1. Mean 
Data are represe
different season 
and different lett

e 2. The mean 
tic organogenes
n. The mean va

effective than 
shoot regene

he shoots 

e of shoot oxid

of number of re
ented by the ave
collection. The
ers between co

of number of re
sis of physic nu
lues with differe

the combinat
eration using 

dation was ob

egenerated sho
erage of all trea
 mean values w

ollection period d

egenerated shoo
ut explants of d
ent letters for the

tion of BAP a
foliar segme

bserved  in bo

oots per explant 
atments (medium
with different lett
differ according 

ots per explant i
different genotyp
e same genotyp

and 
nts 

oth  

genot
in the
conta
elong
cm) fo
shoot
GA3, 
of BA

 from somatic o
m) used for the 
ters between ge
to Tukey’s test 

in nine treatmen
pes. Data for S
pe differ accordi

types evaluat
e culture med
aining 4.5 m
gated rate (10
for G1 shoots
ts rate (16.6
with an avera

AP (0.3 mg L

organogenesis o
physic nut geno
enotypes in the 
(p<0.05). 

nts (medium) us
September 2012
ing to Tukey’s te

ted (G1 and G
ia. Despite ox

mg L-1 GA3 
0.3%) and the
s. For G2 gen
%) was obta
age length of 
L-1) and IBA 

 

of physic nut. 
otypes during 
 same period 

sed to induce th
2 experiment ar
est (p<0.05). 

G2) in the pre
xidation proce
promoted a 

e best averag
otype the hig
ained in trea
f 0.50 cm. The
(0.1 mg L-1)

 

he 
re 

esence of GA
ess, treatmen
good shoot

e length (0.97
her elongated
tment withou
e combination
promoted the

A3 
nt 
s 
7 
d 
ut 
n 
e



 

 
 
 

 
 
 

 
 
 
bes
num
gen
incr
dire
elo
with
0.5 
red
App
the 
exp
des
in v
in J

Table 3
 

Treatm

B1 (Co
B2 (0.
B3 (0.
B4 (0.
C.V. 

 

Average

st shoot elon
mber of leave
notypes, resp
reasing of pl
ectly proport
ngated shoo
hout plant gro
 mg L-1 BAP
uced explan
proximately, 5
 B4 treatme

plants, respe
sirable becau
vitro rooting, t
J. curcas. Th

3. Physic nut sh

ment 

ontrol) 
15 mg L-1 BAP
3 mg L-1 BAP +
5 mg L-1 BAP +

e values with diff

gation (1.4 a
es per shoot 
pectively (Ta
lant growth r
tional to inc
ots for G1, r
owth regulato
/0.2 mg L-1 I

nt oxidation f
59.1 and 25%
ent formed 
ectively. Bas
se this can h
the most critic
herefore, it wa

 
Figure 3. 
from geno
genotype G
Micrografte

hoots elongation

P + 0.05 mg L-1 
+ 0.1 mg L-1 IB
+ 0.2 mg L-1 IB

ferent letters in e

and 1.0 cm) 
(4.5 and 3.5)
ble 3 and F
regulator con
creasing of 
ranging from
ors) to 68.2%
BA). The B4
from 65 (co
% of the shoo
basal calli i
al callus fo
amper the po

cal of organog
as possible to

a) Shoot forma
type G1 leaf 
G1 in culture m
ed physic nut pla

n for genotypes 

G

0.
IBA) 0.
A) 1.
A) 0.

31.

each column diffe

and the large
) for G1 and G
Figure 3b). T
ncentration w

percentage 
m 30% (contr
% (B4 treatme
4 treatment a
ntrol) to 9.1
ots cultivated
n G1 and G
rmation is n
osterior stage
genesis proce
o conclude th

ation through s
explants. b) S

medium contain
ant. Bar = 1 cm.

G1 and G2 usin

Shoot Size (c

G1 

6a 
9a 
4a 
6a 
2% 

er according to T

est 
G2 

The 
was 

of 
rol, 
ent: 
lso 
%. 

d in 
G2 
not 

e of 
ess 
hat 

the u
efficie
 
 
In vit
 
The 
seedl
3c). W
micro
mean
1.1 c
also 
many
52%)

somatic organo
Shoot elongatio
ning BAP and 
. 

ng different con

cm) 

G2 

0.6a 
0.7a 
1.0a 
0.7a 

31.7% 

Tukey’s test (p<0

se of BAP an
ent than GA3 f

tro micrograf

in vitro mi
lings of the 
We obtained
ografted plant
n leaf length o
m, respective
showed num

y reports of lo
) for J. curcas

 

ogenesis 
on from 
IBA. c) 

centrations of B

Number 

G1 

3.1a 
3.8a 
4.5a 
2.5a 

28.5% 

.05). 

nd IBA in the 
for shoot elon

fting of shoo

crografting o
same specie
85% of deve
ts. The mean
of the microg
ely, after 30 d

merous well-d
ower in vitro 
s micropropag

Franco et 

BAP and IBA. 

of Leaves 

G2 

2.3ab 
1.6b 
3.5a 
3.6a 

35.1%

culture medi
ngation.  

ots and accli

of J.curcas
es was succe
loping shoots

n number of le
grafted plants 
days of cultur
eveloped roo
rooting perce
gated shoots 

al.          3877

ium was more

matization 

shoots onto
essful (Figure
s of 20 in vitro
eaves and the
were 2.1 and

re. The plants
ots. There are
entages (22 to
(Kumar et al

7 

e 

o 
e 
o 
e 
d 
s 
e 
o 
.,



 

387
 
 
 

 
 
 
201
exc
usin
gluc
me
bee
com
roo
and
The
vitro
afte
pla
mic
me
mic
rep
ma
suc
sur
gre
 
 
Plo
 
Flo
gro
reg
(Fig

78          Afr. J

 
Figure 4. a)
diploid and 
genetic simi

10b, 2011b; 
ceptions, such
ng woody pl
cinol and 86%
dium supplem
en observed 
mpared the e
oting and in 
d recovery of 
e results sho
ro rooting was
er in vitro m
nts recovery

crografting mi
nt for the i

cropropagated
port in J. cur
tization of m

ccessful beca
rvived. These
eenhouse afte

oidy of the re

w cytometry 
oup (second 

enerated sho
gure 4a). T

J. Biotechnol.

) Histogram obta
the other tetra

ilarities among d

Kumar and
h as 83% obt
ant medium 
% obtained b
mented with 
in other wood

efficiency betw
vitro microgr
in vitro shoot

owed 58% of
s used and 1

micrografting. 
y in this st
ight be a via
nduction of 
d via organo
rcas microgra
micrografted p
ause an av
e plants mi

er 30 days of a

egenerated s

analysis of G
subculture) 

oots were dip
The analysis

ained from the r
ploid. b) Electro
donor plants (c)

d Reddy, 20
tained by Da
containing IB

by Li et al. (2
IBA. This dif
dy plants. Sil
ween two tec
rafting, for th
ts of the ‘Pera
f plants roote
00% of the p
The high ef

tudy showed
ble alternativ
in vitro roo

ogenesis. Th
afting. In add
plants was a
erage of 76
ght be tran
acclimatizatio

hoots  

G1 shoots be
showed tha

ploid and 4% 
 performed 

results of the flo
ophoretic analy
) and in vitro sho

010), with ra
ud et al. (201
BA and phlo
2008) using M
fficulty has a
va et al. (200
chniques, sho
he developme
a’ sweet orang
ed when the 
plants recover
fficiency of t

d that in vi
e as a replac

oting in shoo
his is the f
dition, the ac
also consider
6.5% of plan
nsferred to t
on. 

elonging to f
at 96% of t

were tetraplo
in the sam

ow cytometry an
ysis of DNA am
oots (1-10). 

are 
13) 

oro-
MS 
lso 
05) 
oot 
ent 
ge. 

in 
red 
the 
itro 
ce-
ots 
irst 
cli-
red 
nts 
the 

irst 
the 
oid 
me 

genot
propo
variat
vitro
subcu
regen
chang
after 
the s
evalu
genot
those
obtain
curca
callus
cytom
 
 
DNA 
 
In ac
paper
bands
comp
fragm
molec
fragm
morp
evalu

nalysis of two in 
mplification throu

type after th
ortion of tetra
tion in the plo
culture and 
ultures of sh
nerated shoo
ges in the plo
two subcultu
econd group 

uated after t
types) were 

e of the donor
ned similar r
as explants
s, leaves and
metry, showin

polymorphis

ccordance w
r, TRAP mole
s, with an ave

parison with 
ments were 
cular profile 

ments were i
hic sample 

uated    for   th

 vitro-regenerat
ugh TRAPs mo

he 12th subc
aploidy plants
oidy level occ
it was perpe

hoots in the 
ots of the G
oidy level, yie
ures. The sam

of plants in 
the 7th subc
diploid, with

r plants. Kaew
results using 
for callus a
d stem shoo
g no variation

sms in regen

with establish
ecular marker
erage  of  22.

the donor 
observed (1
 of genoty
n the same 
represented 
his   genotype

ted physic nut p
olecular markers

culture show
s. We can sug
urred at the b
etuated durin

elongation
G2 genotype
elding 100% 
me result was
which 100% 
culture (G1, 
 ploidy level
wpoo and Te
epicotyl and

and shoot in
ots were ana
n in ploidy.  

nerated shoo

hed methodo
rs resulted in 
.2 bands per p

plant, four 
.5% of the 
pe G1. All 
shoot samp
5% of the t

e. No   polymo

 

plants: one 
s showing 

wed the same
ggest that the
beginning of in
g ten in vitro
medium. The

e showed no
diploid shoot
s observed in
of the shoot
G2 and G3

ls identical to
-Chato (2010

d hypocotyl J
nduction. The
lyzed by flow

ots 

ology in this
a total of 266

primer pair. In
polymorphi

total) in the
polymorphi

le. This poly
total sample
orphism   was

e 
e 
n 
o 
e 
o 
s 
n 
s 
3 
o 

0) 
J. 
e 
w 

s 
6 
n 
c 
e 
c 

y-
s 
s  



  

 
 
 
 
detected in the micropropagated shoots of the G2 and G3 
genotypes (Figure 4b). The low DNA polymorphism 
observed in G1 genotype may be related to the high 
concentration of plant growth regulators used at the 
beginning of in vitro culture process, mainly in the shoot 
induction stage. 

Sharma et al. (2011) observed similar results after 
evaluating the meristematic explants (axillary shoot buds) 
of J. curcas using others molecular markers (RAPD and 
AFLP). The authors also related few or no polymorphism 
among the genotypes studied. Leela et al. (2011) using 
RAPD analysis also recorded no somaclonal variation of 
regenerants. In accordance with some authors, the use of 
pre-existing meristems such as shoot tips and axillary 
buds from the hardwood shoot cuttings lower the risk of 
somaclonal variations (Ahuja, 1987; Ostry et al., 1994; 
Wang and Charles, 1991). These kinds of competent and 
pre-determined explants have less necessity of high 
growth regulator concentrations for micropropagation 
process when compared with organogenesis or somatic 
embryogenesis process using no meristematic explants. 
Others factors like type and concentration of plant growth 
regulators used in the medium, rate of multiplication, 
formation of adventitious shoots, increased culture period 
and genotype influence the rate of somaclonal variation 
(Bairu et al, 2011; Sharma et al., 2011). Our results show 
that even using non meristematic explants (leaf 
segments) and indirect regeneration in vitro (with prior 
callus formation) process has been possible to establish 
efficient and specific protocols for in vitro cloning of 
superior genotypes selected in our breeding program. 
Besides highly efficient on the shoots induction, these 
established protocols showed genetic stability of the 
micropropagules obtained.  

Additionally, TRAP molecular markers identified 
polymorphism among the donor genotypes in 7.1% of the 
bands. 100% of DNA polymorphism was observed 
among genotypes with different origins. It is observed 
that G1 and G2 genotypes, originating from Brazil, 
showed identical molecular profiles, but both genotypes 
differed from G3, originating from Mexico. These results 
indicated the possibility to use these molecular markers 
for study of genetic diversity in J. curcas germplasm. 

Kwon et al. (2010) evaluated the genetic diversity of 
Vicia faba L. germplasm and verified that TRAP 
molecular markers were able to efficiently distinguish 
divergent groups from different geographical origins. 
Creste et al. (2010) used TRAP molecular markers with 
primers for the genes likely involved in sucrose 
metabolism and the drought response to establish 
different  clusters  for  60 sugarcane  genotypes.  At the 
same time, similar studies has been realized by our time 
using fixed primers designed from specific ESTs involved 
in oil and phorbol esters metabolisms. The results (yet 
not published) will be helpful for the study of the genetic 
variability of these traits in our germplasm collection. 

The results  obtained  in  this  work  suggest  low soma-  
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clonal variation in G1 elite genotype which was found 
only 4% of tetraploid plants and 1.5% of polimorfic bands. 
Zero somaclonal variation was founded in G2 and G3 
superior genotypes. These variations were detected in 
beginning stage of organogenesis process. Thus, the 
results indicate adequate genetic stability and clonal 
fidelity of micropropageted superior genotypes by 
protocols now established. The superior traits 
conservation is very important for commercial production 
of J. curcas clonal variety. In addition, the in vitro cloning 
protocols established can be used to introduce genes of 
interest into the superior genotypes via genetic 
engineering as our team have done currently (data yet 
not published).  
 
 
Conclusion 
 
The season collection of foliar explants into matrix plants 
had a great influence in the shoot regeneration of the 
three studied genotypes. All genotypes had better 
responses when the leaf explants were collected in 
September 2012. There was genotype dependence in the 
organogenesis process: the G1 genotype showed a 
better shoot regeneration average than the other two 
genotypes independently of explants season collection. 
Micrografting proved to be a promising technique as a 
substitute during in vitro rooting of regenerated shoots, 
with a plant recovery rate of 85%. The evaluation of 
genetic homogeneity in tissue culture regenerates of J. 
curcas using Flow Cytometer and TRAP molecular 
marker showed low or no somaclonal variation indicating 
that the protocol established preserves the clonal fidelity 
of micropropagated plants. 
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