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ABSTRACT 
Objective: Casein genetic polymorphisms are important and well known due to their effects on quantitative 
traits and technological properties of milk manufacturing. The casein fraction of ruminant milk proteins 
consists of four caseins, namely αs1-, αs2-, β-and K-casein. At the DNA level, polymerase chain reaction 
(PCR) and single-strand conformation polymorphism (SSCP) allow for the simultaneous typing of several 
alleles at casein loci, as well as the detection of unknown polymorphisms. The genetic polymorphism of two 
ovine milk protein casein genes, β- and K-caseins, was studied in sheep animals belonging to three main 
breeds reared in Egypt (Rahmani, Barki and Ossimi), as a tool for genetic improvement of milk trait 
characteristics.   
Methodology and results: SSCP of β-casein exon 7 revealed two different patterns in eighty-five tested 
animals. The sequence analysis of the PCR product (299-bp) of these two different patterns showed two 
single nucleotide substitutions; AC and CT without any amino acid exchange. The frequencies of 
these two different patterns were 96.67% and 3.33% in Rahmani; 65.52% and 34.48% in Ossimi and 
88.46% and 11.54% in Barki, respectively. The nucleotide sequence of β-casein in Egyptian sheep was 
submitted in database NCBI/ GenBank with the accession number JX080379. The polymorphism of K-
casein gene was also detected in eighty-six animals using PCR-SSCP technique.  PCR amplified a 
fragment with 406-bp in exon 4 of this gene. SSCP results showed that all tested sheep animals are 
monomorphic. The alignment between our sequences with published sequence revealed two nucleotide 
substitutions; CT and TC. The nucleotide sequence of K-casein in our tested animals was submitted 
in database NCBI/ GenBank with the accession number JX050176. 
Conclusion and application of findings: This study aimed to identify the genetic polymorphism of β and K-
casein genes, which are strongly related to economically important milk quantitative traits in some Egyptian 
sheep breeds, as a tool or genetic markers for improvement of these breeds.  
Key words: Sheep, β-casein, K-casein, PCR-SSCP, SNP. 
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INTRODUCTION 
More than 95% of the proteins contained in 
ruminants’ milk (mainly goats, sheep and cattle) 
are synthesized from 6 structural genes encoding 
proteins: α-lactalbumin and β-lactoglobulin, the two 
main whey proteins in ruminants, and the four 
caseins αs1, αs2, β and K which are encoded by 
four tightly linked and clustered genes (Ferretti et 
al., 1990 and Threadgill and Womack, 1990). 
Casein genes form a cluster in a 250-kb genomic 
DNA fragment, where αs1- is very close to β-
followed by αs2- and K-casein (Marletta et al., 
2005). The genetic polymorphism of milk proteins 
has been of considerable interest in animal 
breeding and in the dairy industry. Studies on 
sheep milk protein polymorphism and its effects on 
milk yields of sheep are principally carried out in 
the Mediterranean countries, in which great 
importance is attached to milk performance 
(Mroczkowski et al., 2004). Some evidences 
indicated that ovine genetic polymorphisms affect 
the physicochemical properties of milk (Rampilli et 
al., 1992 and Pirisi et al., 1999). Several studies 
have been carried out on cattle and goats (Dayal 
et al., 2006; Jain et al., 2009; Ma et al., 2010). In 
this respect, a more in-depth knowledge of the 
genetic polymorphism of ovine milk proteins and 
their impact on ovine milk technological properties 
is essential for the improvement of the quality of 
ewe's milk cheese (Amigo et al., 2000). β-casein is 
the most abundant casein with an average content 
of at least 50% in sheep (Dove, 2000). It was 
believed that β-casein had only a non-genetic 
polymorphism due to varying degrees of 
phosphorylation until Chianese (1997) 

differentiated between three genetic variants of β-
casein designated A, B, and, C. The only 
sequence difference found between A and C was 
the amino acid substitution of Glu at position 2 in 
variant A for Gln in variant C but no sequence data 
for the B variant.  
Kappa casein is highly heterogeneous, soluble in 
the presence of calcium and differs considerably in 
structure from the calcium sensitive caseins (Fox 
and McSweeny, 2003). It is essential for micelle 
formation and stabilization, and influences the 
manufacturing properties of milk. Cheese making 
is based on the cleavage of the k-Casein Phe105-
Met106 peptide bond by enzymes or heat (Yahyaoui 
et al., 2001).  
Although K-casein is widely polymorphic in cattle 
with six variants characterized by Kaminski (1996) 
and two variants localized in the N-terminal region 
of the protein in goat (Di Luccia et al. 1990 and 
Law & Tziboula, 1993), it is considered to be 
monomorphic in sheep (Yahyaoui et al., 2001). 
The present study is focusing on the genetic 
polymorphism of two major fractions of casein 
protein genes, which are strongly related to 
economically important milk quantitative traits in 
some Egyptian sheep breeds, as a tool for genetic 
improvement of these breeds. On the other hand, 
promoting selection programs that are depending 
on the use of genetic markers will help improving 
breeding strategies. This study aimed to identify 
the genetic polymorphism of β- and K-casein 
genes in three main Egyptian sheep breeds- 
Rahmani, Barki and Ossimi- using PCR-SSCP 
technique. 

 
MATERIALS AND METHODS 
Animals and genomic DNA extraction: Whole blood 
samples were collected from sheep animals belonging 
to three main sheep breeds reared in Egypt (Rahmani, 
Barki and Ossimi). The blood samples were collected 
from different farms belonging to Animals Production 
Institute. Genomic DNA was extracted from the whole 
blood according to the method described by Miller et al. 
(1988) with minor modifications. 

Polymerase Chain Reaction (PCR): The DNA 
fragments of the studied genes were amplified through 
PCR technique developed by Mullis et al. (1986). A 
PCR cocktail consisted of 1.0 M upper and lower 
primers specific for the tested genes (Table 1), 0.2 mM 
dNTPs and 1.25 units of Taq polymerase. The cocktail 
was aliquoted into PCR tubes with 100 ng of sheep 
DNA. The reaction was cycled according to the specific 
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protocol suitable for each primer (Table 1). PCR was 
performed using MJ research PTC-100 thermocycler, 
the amplification was verified by electrophoresis on 2% 
agarose gel (w/v) in 1x TBE buffer using 100-bp ladder. 
The gel was stained with ethidium bromide (1 µg/µl) 
and visualized on UV transilluminator. 
SSCP analysis: PCR products were resolved by SSCP 
analysis according to the method of Orita et al. (1989).  
Each PCR product was diluted in denaturing solution, 
denatured at 95°C for 5-8 min, chilled on ice and 
resolved on polyacrylamide gel. The SSCP conditions 
for the tested genes are presented in Table 2. 

Electrophoresis was carried out in a vertical unit in 1x 
TBE buffer and the gel was stained with silver staining, 
where the method of Bassam et al. (1991) was used 
with some modifications. 
Sequence analysis: The PCR products representing 
different patterns of the tested β- and K-casein genes 
were purified and sequenced by Macrogen 
Incorporation (Seoul, Korea) to identify the SNPs 
between different patterns. Sequence analysis and 
alignments were carried out using CLUSTAL-W 
(Gasteiger et al., 2003). 

 
Table 1: The sequences and information of primers used in this study  

Tested  
gene 

Primer sequences 
5′ -------- 3′ 

PCR  
conditions 

PCR  
product size 

Reference 

 
β-casein 

 
 

 
CGT GCT GTC CCT TTC TC 

GTT TTC CAG CTT ATT CTA TTT AT 
 

30 cycles 
94°C for 45s 
58°C for 45 s 
72°C for 3min 

 
 

299 bp 

 
 
 

Ceriotti et al. 
(2004) 

 
 

 
K-casein 

 
 

 
GGT ATC CTA GTT ATG GAC TCA 

AT 
GTT GAA GTA ACT TGG GCT GTG T 

 

35 cycles 
94°C for 1min 
59°C for 45s 

72°C for 3min 

 
406 bp 

 
Table 2: SSCP conditions for the tested genes  

Tested 
gene 

Gel composition Denaturation conditions Reference 

 
 

β-casein 

Acrylamide: Bisacrylamide gels: 29:1 
Polyacrylamide: 10 % 

Glycerol: 0.5% 
Current: 280V, 20mA 

Time of run: 15h 
Temp: 4°C 

 
12µl of PCR product, 

16µl of denaturating solution 
95ºC for 7min. 

 
 
 
 
 
Ceriotti et al. 
(2004) 
 
 

 
 

K-casein 

Acrylamide: Bisacrylamide gels: 29:1 
Polyacrylamide: 9.25% 

Glycerol: 1% 
Current: 340 V, 15mA 

Time of run: 25h 
Temp: 4°C 

 
12µl of PCR product, 

16µl of denaturating solution 
95ºC for 8min. 

 
RESULTS and DISCUSSON  
Casein genetic polymorphisms are important and well 
known due to their effects on quantitative traits and 
technological properties of milk (Ceriotti et al., 2004). 
Globally, research on the polymorphism of ewes’ milk is 
not yet as extensive as this in cows or goats (Hristova, 
2011). Caseins, in particular, have been proposed as 

polymorphic markers for the selection in order to 
improve the yield and the quality of cheese (Bonifácio 
et al., 2001). In this respect, Othman et al. (2012) 
studied the genetic polymorphisms of whey protein 
genes, α- latalbumin and β- lactoglobulin, in three 
sheep breeds reared in Egypt; in addition to another 
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study in the same field analyzing the genetic 
polymorphism of αs1- and αs2-casein genes in 
Egyptian sheep using PCR-SSCP and PCR-RFLP, 
respectively (Othman et al., unpublished data). With 
the goal of milk trait improvement for Egyptian sheep, 
the present study was performed to investigate the 
genetic polymorphism of β- and K-casein genes. The 
study was carried out on eighty five animals belonging 

to three major native sheep breeds reared in Egypt; 
Barki, Rahmani and Ossimi. Sequence analysis of 
different patterns and alleles was done to identify the 
single nucleotide polymorphism (SNP) for each gene.  
β-casein gene: PCR-SSCP technique was used to 
detect the polymorphism of β-casein gene in three 
Egyptian sheep breeds. PCR amplified a fragment of 
299-bp in size (Fig. 1).  

 
M       1       2        3       4       5        6        7       8        9      10      11 

 
Fig. 1:  Agarose gel stained with ethidium bromide showing the PCR product of β-casein gene  
M: 100-bp ladder 
Lanes 1-11: 299-bp PCR product of β-casein gene. 
 
SSCP results recorded two different patterns in eighty-five tested Egyptian sheep animals (Fig. 2).  
 

   1    2     3     4     5     6     7     8     9    10    11 

 
Fig. 2: Two SSCP patterns of β-casein gene for Egyptian sheep on 10% silver stained-polyacrylamide gel  
Lanes 1 and 2: pattern I 
Lanes 3-11: pattern II 
 
Pattern I was recorded in this study with high frequency 
in all tested breeds; its frequency was around five times 
greater than pattern II. Within breeds, pattern I had 
higher frequencies (88.46%, 96.67% and 65.53%) than 
pattern II (11.54%, 3.33% and 34.48%) in Barki, 
Rahmani and Ossimi breeds, respectively. Rahmani 
breed possessed the highest frequency of pattern I 

whereas Ossimi breed had the highest frequency of 
pattern II (Table 3). The sequence analysis of these 
two patterns showed the presence of two nucleotide 
substitutions: the first (AC) at position 104 and the 
second (CT) at position 193 (Fig. 3). The sequence 
was submitted to GenBank with the accession number 
JX080379. 

299-bp 
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Table (3): The pattern frequencies of the β-casein gene in three tested sheep breeds 

Breeds No. of Animals Pattern frequencies 
Pattern I Pattern II 

  No. of 
animals 

Frequency No. of 
animals 

Frequency 

Barki 26 23 88.46% 3 11.54% 
Rahmani 30 29 96.67% 1 3.33% 
Ossimi 29 19 65.52% 10 34.48% 
Total 85 71 83.53% 14 16.47% 

 
 

 
 
The full sequence of ovine β-casein gene was 
published by Provot et al. (1995) with the accession 
number (GenBank: X79703.1). They reported that the 
gene is composed of nine exons that are short with the 
exception of exon 7 which is included in the coding 
region, and exon 9 (492- and 323-bp respectively). The 
present study was applied on exon and intron 7 of β-
casein gene. The study recorded two patterns in sheep 
animals from different Egyptian native breeds, pattern I 
had higher frequency in all breeds. Bastos et al. (2001) 
and Ceriotti et al. (2004) also obtained two distinct 
patterns in β-casein exon 7, where Ceriotti et al. 
(2004) demonstrated that the two different patterns 
were corresponding to SNP (A→G) at position 12029 
of the referring sequence (Provot et al., 1995), 
resulting in the deduced amino acid exchange Met183→ 
Val183.  

The sequence analysis of the present results showed 
different nucleotide substitution positions, (A→C) at 
position 12069 of the referring sequence, which 
deduced amino acid exchange (Iso196→Leu196) and 
(C→T) at position 12155 in intron 7. Ceriotti et al. 
(2004) and Sztankóová et al. (2011) recorded the A 
variant with greater frequency than G variant in the 
sheep breeds in their studies. The A variant was found 
in the two patterns of the present study. 
K-casein gene: The polymorphism of κ-casein gene 
was detected in this study using PCR-SSCP technique.  
PCR amplified a fragment of 406-bp in size (Fig. 4). 
SSCP results for K-casein gene showed that all tested 
sheep animals (86 animals) are monomorphic and 
possess the same SSCP pattern (Fig. 5). 

 
 
 
 

Pattern I   CGTGCTGTCCCTTTCTCAGCCCAAAGTTCTGCCTGTTCCCCAGAAAGCAGTGCCCCAGAG 60  
Pattern II  ************************************************************ 60 
              
Pattern I   AGATATGCCCATCCAGGCCTTTCTGCTGTACCAGGAGCCTGTAATTGGTCCTGTCCGGGG 120 
Pattern II  *******************************************C**************** 120 
 
Pattern I   ACCCTTCCCTATTCTTGTAAGTCTAAATTTACTAACCTGTGCTGTTTAACTTCTGATTGT 180 
Pattern II  ************************************************************ 180 
              
Pattern I   TTGTATGATATTCGAGTAATTAAGAGCCCTACAAAAAAATCAATAATGAATGGTTCCAAA 240 
Pattern II  ************T*********************************************** 240 
 
Pattern I   ATAAGCATAGCTGAGATTAATGATTCTCAGCATTAGTTATAAATAGAATAAGCTGGAAA 299 
Pattern II  *********************************************************** 299 

 
Fig (3): ClustalW2 alignment of the sequences of two different patterns of β-casein gene in 
Egyptian sheep 
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M       1       2        3       4       5       6 

 
Fig. 4:  Agarose gel stained with ethidium bromide showing the PCR product of K-casein gene.  
M: 100-bp ladder 
Lanes 1-6: 406-bp PCR product of K-casein gene. 
 
 

 
Fig. 5: SSCP pattern of K-casein gene for Egyptian sheep on 9.25% silver stained-polyacrylamide gel. 
 
The sequence analysis of representative samples from 
the tested animals revealed that all tested animals had 
the same sequence without any nucleotide substitution. 
The nucleotide sequence was submitted to GenBank 
with the accession number JX050176. Alignment of the 
tested sheep sequence with K-casein sequence 

published in database (accession number AY444505.1) 
showed the presence of two nucleotide substitutions, 
the first (CT) at position 18 and the second (TC) at 
position 164 (Fig. 6).  

 
 

406-bp 



Othman et al.    J. Appl. Biosci. 2013.                Genetic variations of casein genes in Egyptian sheep breeds 

4864 

 

 
Although K-casein is widely polymorphic in cattle with 
six variants characterized by Kaminski (1996) and two 
variants localized in the N-terminal region of the protein 
in goat (Di Luccia et al. 1990 and Law & Tziboula, 
1993), it is considered to be monomorphic in sheep 
(Yahyaoui et al., 2001).  The present study examined 
the genetic polymorphism in exon 4 of K-casein. The 
results showed that there was no difference recorded 
between the three breeds tested using SSCP 
technique. Also, Bastos et al. (2001) detected 
monomorphism in the same exon in Portuguese 
indigenous sheep breed. Ceriotti et al. (2004) recorded 
two different patterns of K-casein in three Italian sheep 
breeds; these differences are attributed to single 
nucleotide substitution C→T, resulting in the deduced 
amino acid exchange Ser104 → Leu104. The frequency 

of pattern T was very low, although its frequency was 
higher in the study reported by Feligini et al. (2005) 
which was applied on Pag sheep using Real-time PCR 
but it is still lower than C pattern frequency. On 
contrast, the sequence analysis of the present results 
showed the dominance of allele C with the complete 
absence of allele T. The same result was recorded by 
Sztankoova et al. (2007) and Sztankóová et al. 
(2011) in Czech Sumava and Valachian breeds where 
the κ-casein locus was found to be monomorphic in 
these populations. 
In conclusion, this study is considered to be a step 
forward for further studies that may contribute to give 
more information about the genetic polymorphism of 
Egyptian sheep milk proteins and the improvement of 
this economically important trait.    

 
REFERENCES 
Amigo L, Recio I, Ramos M, 2000. Genetic 

polymorphism of ovine milk proteins: Its 
influence on technological properties of milk. 
Int. Dairy J. 10:135-149. 

Bassam BJ, Caetano-Anollés G, Gresshoff  PM, 1991. 
Fast and sensitive silver staining of DNA in 
polyacrylamide gels. Anal. Biochem. 196: 80-
83. 

Bastos E, Cravador A, Azevedo J, Guedes-Pinto H, 
2001. Single strand conformation 
polymorphism (SSCP) detection in six genes 
in Portuguese indigenous sheep breed 

“Churra da Terra Quente”. Biotechnol. Agron. 
Soc. Environ. 5 (1): 7–15. 

Bonifácio C, Santos IC, Belo C, Cravador A,  2001.  
Single-Strand Conformation Polymorphism 
(SSCP) analysis of αs1-casein, β-casein and 
κ-casein genes in charnequeira portuguese 
indigenous goat breed. Arch. Zootec. 50: 105-
111.  

Ceriotti G,  Chessa S,  Bolla P,  Budelli E,  Bianchi L, 
Duranti E,  Caroli  A, 2004.  Single nucleotide 
polymorphisms in the ovine casein genes 
detected by polymerase chain reaction-single 

AY444505.1  CTAATTAATAATCAATTTCTGCCATACCCATATTATGCGAAGCCAGTTGCAGTTAGGTCA 60 
Our seq.    ******************T***************************************** 60 

 
AY444505.1  CCTGCCCAAACTCTTCAATGGCAAGTTTTGCCAAATGCTGTGCCTGCCAAGTCCTGCCAA 120 
Our seq.    ************************************************************ 120 

 
AY444505.1  GACCAGCCAACTGCCATGGCACGTCACCCACACCCACATTTATTATTTATGGCCATTCCA 180 
Our seq.    *******************************************C**************** 180 

 
AY444505.1  CCAAAGAAAGATCAGGATAAAACAGAAATCCCTGCCATCAATACCATTGCTAGTGCTGAG 240 
Our seq.    ************************************************************ 240 

 
AY444505.1  CCTACAGTACACAGTACACCTACCACCGAAGCAGTAGTGAACGCTGTAGATAATCCAGAA 300 
Our seq.    ************************************************************ 300 

 
AY444505.1  GCTTCCTCAGAATCGATTGCGAGTGCACCTGAGACCAACACAGCCCAAGTT 351 
Our seq.    *************************************************** 351 

 
Fig. 6: The alignment of the published K-casein sequence (GenBank accession no. 
AY444505.1) with Egyptian sheep K-casein sequence. 



Othman et al.    J. Appl. Biosci. 2013.                Genetic variations of casein genes in Egyptian sheep breeds 

4865 

 

strand conformation polymorphism. J. Dairy 
Sci. 87:2606–2613. 

Chianese L, 1997. The casein variants of ovine milk 
and the relationships between the as1-casein 
variants and milk composition, micellar size 
and cheese yield. In Caseins and caseinates: 
Structures, interactions, networks. Hannah 
symposium. Scotland, United Kingdom. 

Dayal S, Bhattacharya TK, Vohra V, Kumar P, Arjava 
Sharma A, 2006. Effect of α-lactalbumin gene 
polymorphism on milk production traits in 
water buffalo. Asian-Aust. J. Anim. Sci. 19 (3): 
305-308. 

Di Luccia A, Mauriello R, Chianese L, Moio L, Addeo F, 
1990. K-casein polymorphism in caprine milk. 
Sci. Tecn. Latt. Cas. 41: 305–314. 

Dove P, 2000.  Genetic polymorphisms in milk protein 
genes and their impact on milk composition. 
Adv. Exp. Med. Biol. 480:225-30. 

Feligini M, Vlaco S, Cubric-Curik V, Parma P, Greppi G,  
Enne G, 2005.  A single nucleotide 
polymorphism in the sheep κ-casein coding 
region. J. Dairy Res. 72: 1–5. 

Ferretti L, Leone P, Sgaramella V, 1990.  Long range 
restriction analysis of the bovine casein genes. 
Nucleic Acids Res. 18: 6829–6833. 

Fox PF. and McSweeny PLH, 2003. Advanced diary 
chemistry, volume 1 proteins (3rd edition, part 
A), Klumer Acadimic, plenium publishers. New 
York, USA. pp: 286- 289.  

Gasteiger E, Gattiker A,  Hoogland C, Ivanyi I,  Appel 
RD,  Bairoch A, 2003.  ExPASy: the 
proteomics server for in-depth protein 
knowledge and analysis. Nucleic Acids Res. 
31: 3784-3788. 

Hristova D, 2011. Genetic polymorphism of αS1- casein 
gene in Bulgarian sheep breeds. Agr.  Sci. 
Tech. 3 (1): 8 – 12. 

Jain A, Gour DS, Bisen PS, Prashant Dubey PP, 
Sharma DK, Joshi BK, Kumar D, 2009.  Single 
nucleotide polymorphism (SNP) in α-
lactalbumin gene of Indian Jamunapari breed 
of Capra hircus: Small Ruminant Res. 82: 
156–160. 

Kaminski S, 1996. Bovine κ-casein gene: molecular 
nature and application in dairy cattle breeding. 
J. Appl. Genet. 37: 179-196. 

Law AJR. and Tziboula A, 1993.  Fractionation  of  
caprine κ-casein and examination of 

polymorphism by FPLC. Milchwissenschaft. 
48: 68–71. 

Ma RN, Deng CJ, Zhang XM, Yue XP, Lan XY, Chen 
H, Lei CZ, 2010. A Novel SNP of α-
Lactalbumin Gene in Chinese Dairy Goats. 
Mol. Biol. 44(4): 536–540. 

Marletta D,  Bordonaro S,  Guastella AM, Criscione A, 
D’Urso G, 2005. Genetic polymorphism of the 
calcium sensitive caseins in sicilian 
Girgentana and Argentata dell’Etna goat 
breeds. Small Ruminant Res. 57: 133–139. 

Miller SA,  Dykes DD,  Polesky HF, 1988.  A simple 
salting out procedure for extracting DNA from 
human nucleated cells. Nucleic Acids Res. 
16(3): 1215. 

Mroczkowski S, Korman K,  Erhardt G,  Piwczyński D, 
Borys B, 2004.  Sheep milk protein 
polymorphism and its effect on milk 
performance of Polish Merino. Arch. Tierz., 
Dummerstorf, 47: 114-121. 

Mullis K, Facoma F, Scharf S, Snikl R, Horn G, Erlish 
H, 1986. Specific amplification of DNA in vitro: 
the polymerase chain reaction. Cold Sping 
Harb. Symp. Quant. Biol. 51:260. 

Orita M. Suzuki Y, Sekiya T,  Hayashi K, 1989.  Rapid 
and sensitive detection of point mutations and 
DNA polymorphisms using the polymerase 
chain reaction. Genomics. 5:874–879. 

Othman OE, El Fiky SA, Hassan NA, Mahfouz ER, 
Balabel EA, 2012. Genetic polymorphism of 
whey protein genes β-LG and α-LA in three 
Egyptian sheep breeds. J Applied Biol. Sci. 6 
(3): 25-30. 

Pirisi A, Piredda G,  Papoff CM,  Di Salvo R, Pintus S, 
Garro G, Ferranti P, Chianese L, 1999. Effects 
of sheep alpha (s1)-casein CC, CD and DD 
genotypes on milk composition and cheese 
making properties. J. Dairy Res. 66 (3): 409-
419.  

Provot C, Persuy MA,  Mercier JC, 1995. Complete 
sequence of the ovine β-casein encoding gene 
and interspecies comparison.  Gene. 154: 
259-263. 

Rampilli M, Locci F, Bardin MG, Bolla P,  Caroli A, 
1992. Stabilita` termica del siero di latte ovino: 
Effetto del genotipo β-lactoglobulinico. in Proc. 
XXVII Simp. Int. Zoot., Milano, Italy. Arti 
Grafiche G.S.C., Sesto S. Giovanni (Mi), Italy. 
pp. 167–174. 



Othman et al.    J. Appl. Biosci. 2013.                Genetic variations of casein genes in Egyptian sheep breeds 

4866 

 

Sztankóová Z, Kyselová J, Rychtárová J, Czerneková 
V, 2011. Technical note: A novel method for 
routine genotyping of the G allele of β-casein 
(CSN2) and T allele of κ-casein (CSN3) in a 
sheep population using LightCycler. J. Anim. 
Sci. 89(12):3843-3845.  

Sztankoova Z, Matlova V,  Senese C, Kott T, Milerski 
M, 2007. Kappa casein and beta lactoglobulin 
in the Czech Sumava breed. In: IDF 5th 
international symposium on the challenge to 
sheep and goats milk sectors. Alghero, Italy, 
pp: 201-202.    

Threadgill DW. and Womack JE, 1990. Genomic 
analysis of the major bovine casein genes, 
Nucleic Acids Res. 18: 6935–6942.  

Yahyaoui MH, Coll A, Sanchez A, Josep M, Folch JM, 
2001. Genetic polymorphism of the caprine 
kappa casein gene. J Dairy Res. 68: 209-216. 


